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<110> APPLICANT: Hitoshi, Yasumichi 
Demo , Susan 
Jenkins, Yonchu 
Rigel Pharmaceuticals, Inc. 
<120> TITLE OF INVENTION: SAK : Modulation of Cellular Proliferation 
- Treatment of ^eancer=- - ~ 

FILE REFERENCE: 021044 - 001210US 
CURRENT APPLICATION NUMBER: US 10/026,021 
CURRENT FILING DATE: 2002-06-25 
PRIOR APPLICATION NUMBER: US 60/309,632 
PRIOR FILING DATE: 2001-08-01 
NUMBER OF SEQ ID NOS : 8 

2.1 



ENTERED 



for 



<130> 
<140> 
<141> 

<150> 
<151> 
<160> 
<170> 
<210> 
<211> 
<212> 
<213> 
<220> 
<221> 
<222> 
<223> 
<400> 



sapiens 



(2913) 

human SAK serine/threonine kinase 



SOFTWARE: Patentin Ver 
SEQ ID NO: 1 
LENGTH: 2913 
TYPE: DNA 
ORGANISM: Homo 
FEATURE : 
NAME/KEY: CDS 
LOCATION: (1). 
OTHER INFORMATION: 
SEQUENCE: 1 

atg gcg acc tgc ate ggg gag aag ate gag gat ttt aaa gtt gga aat 48 
Met Ala Thr Cys lie Gly Glu Lys lie Glu Asp Phe Lys Val Gly Asn 

15 10 15 

ctg ctt ggt aaa gga tea ttt get ggt gtc tae aga get gag tee att 96 
Leu Leu Gly Lys Gly Ser Phe Ala Gly Val Tyr Arg Ala Glu Ser lie 

20 25 30 

cac act ggt ttg gaa gtt gca ate aaa atg ata gat aag aaa gee atg 144 
His Thr Gly Leu Glu Val Ala lie Lys Met He Asp Lys Lys Ala Met 

35 40 45 

tae aaa gca gga atg gta cag aga gtc caa aat gag gtg aaa ata eat 192 
Tyr Lys Ala Gly Met Val Gin Arg Val Gin Asn Glu Val Lys He His 

50 55 60 

tgc caa ttg aaa cat ect tet ate ttg gag ctt tat aac tat ttt gaa 240 
Cys Gin Leu Lys His Pro Ser He Leu Glu Leu Tyr Asn Tyr Phe Glu 
65 V 70 75 80 

gat age aat tat gtg tat ctg gta tta gaa atg tgc cat aat gga gaa 288 
Asp Ser Asn Tyr Val Tyr Leu Val Leu Glu Met Cys His Asn Gly Glu 

85 90 95 

atg aac agg tat eta aag aat aga gtg aaa ecc ttc tea gaa aat gaa 336 
Met Asn Arg Tyr Leu Lys Asn Arg Val Lys Pro Phe Ser Glu Asn Glu 
100 105 110 
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870 










875 










880 




254 


ctt 


cct 


aaa 


tea 


gca 


caa 


ctt ttg 


aaa 


tet 


gtt 


ttt 


gtg 


aaa 


aat 


gtt 


2688 


255 


Leu 


Pro 


Lys 


Ser 


Ala 


Gin 


Leu 


Leu 


Lys 


Ser 


val 


Phe 


Val 


Lys 


Asn 


val 




256 










885 










890 










895 
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258 ggt tgg get aca cag tta 

259 Gly Trp Ala Thr Gin Leu 

260 900 

262 gat ggg tec eag ttg gtt 

263 Asp Gly Ser Gin Leu Val 

264 915 

266 ace tea cca aat ggt caa 

267 Thr Ser Pro Asn Gly Gin 

268 930 

270 cca gac tac ate aaa eag 

271 Pro Asp Tyr lie Lys Gin 

272 945 950 

274 atg t'cL tct aat ccg act 

275 Met Phe Ser Asn Pro Thr 

276 ^ 965 

279 <210> SEQ ID NO: 2 

280 <211> LENGTH: 970 

281 <212> TYPE: PRT 

282 <213> ORGANISM: Homo sapiens 

284 <220> FEATURE: 

285 <223> OTHER INFORMATION: human SAK serine/threonine kinase 
287 <400> SEQUENCE: 2 



288 


Met 


Ala 


Thr 


Cys 


He 


Gly 


Glu 


Lys 


He 


Glu 


Asp 


Phe 


Lys 


Val 


Gly 


Asn 


289 


1 








5 










10 










15 




290 


Leu 


Leu 


Gly 


Lys 


Gly 


Ser 


Phe 


Ala 


Gly 


Val 


Tyr 


Arg 


Ala 


Glu 


Ser 


He 


291 








20 










25 










30 






292 


-His 


Thr 


Gly 


Leu 


Glu 


Val 


Ala 


He 


Lys 


Met 


He 


Asp 


Lys 


Lys 


Ala 


Met 


293 






35 










40 










45 








294 


Tyr 


Lys 


Ala 


Gly 


Met 


val 


Gin 


Arg 


Val 


Gin 


Asn 


Glu 


Val 


Lys 


He 


His 


295 




50 










55 










60 










296 


Cys 


Gin 


Leu 


Lys 


His 


Pro 


Ser 


He 


Leu 


Glu 


Leu 


Tyr 


Asn 


Tyr 


Phe 


Glu 


297 


65 










70 










75 










80 


298 


Asp 


Ser 


Asn 


Tyr 


Val 


Tyr 


Leu 


Val 


Leu 


Glu 


Met 


Cys 


His 


Asn 


Gly 


Glu 


299 










85 










90 










95 




300 


Met 


Asn 


Arg 


Tyr 


Leu 


Lys 


Asn 


Arg 


Val 


Lys 


Pro 


Phe 


Ser 


Glu 


Asn 


Glu 


301 








100 










105 










110 






302 


Ala 


Arg 


His 


Phe 


Met 


His 


Gin 


He 


He 


Thr 


Gly 


Met 


Leu 


Tyr 


Leu 


His 


303 






115 










120 










125 








304 


Ser 


His 


Gly 


He 


Leu 


His 


Arg 


Asp 


Leu 


Thr 


Leu 


Ser 


Asn 


Leu 


Leu 


Leu 


305 




130 










135 










140 










306 


Thr 


Arg 


Asn 


Met 


Asn 


He 


Lys 


He 


Ala 


Asp 


Phe 


Gly 


Leu 


Ala 


Thr 


Gin 


307 


145 










150 










155 










160 


308 


Leu 


Lys 


Met 


Pro 


His 


Glu 


Lys 


His 


Tyr 


Thr 


Leu 


Cys 


Gly 


Thr 


Pro 


Asn 


309 










165 










170 










175 




310 


Tyr 


He 


Ser 


Pro 


Glu 


He 


Ala 


Thr 


Arg 


Ser 


Ala 


His 


Gly 


Leu 


Glu 


Ser 


311 








180 










185 










190 






312 


Asp 


val 


Trp 


Ser 


Leu 


Gly 


Cys 


Met 


Phe 


Tyr 


Thr 


Leu 


Leu 


He 


Gly 


Arg 


313 






195 










200 










205 








314 


Pro 


Pro 


Phe 


Asp 


Thr 


Asp 


Thr 


Val 


Lys 


Asn 


Thr 


Leu 


Asn 


Lys 


Val 


Val 
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act 


agt 


gga get 


gtg 


tgg 


gtt 


cag 


ttt 


aat 


2736 


Thr 


Ser 


Gly Ala 


Val 


Trp 


Val 


Gin 


Phe 


Asn 








905 








910 








gtg 


cag 


gea gga 


gtg 


tct 


tct 


ate 


agt 


tat 


2784 


Val 


Gin 


Ala Gly 


Val 


Ser 


Ser 


He 


Ser 


Tyr 






920 








925 










aca 


act 


agg tat 


gga 


gaa 


aat 


gaa 


aaa 


tta 


2832 


Thr 


Thr 


Arg Tyr 


Gly 


Glu 


Asn 


Glu 


Lys 


Leu 




935 








940 












aaa 


tta 


cag tgt 


ctg 


tct 


tec 


ate 


ctt 


ttg 


2880 


Lys 


Leu 


Gin Cys 


Leu 


Ser 


Ser 


He 


Leu 


Leu 










955 










960 




cet 


aat 


ttt cat 


tga 












2913 


Pro 


Asn 


Phe His 

















970' 



file://C:\Crf3\Outhold\VsrJ026021.htm 



7/9/02 



Page 6 of 7 



VERIFICATION SUMMARY DATE: 07/09/2002 

PATENT APPLICATION: US/10/026,021 TIME: 16:20:43 

Input Set : A:\-12-l.app 

Output Set: N:\CRF3\07092002\J026021.raw 

L:14 M:271 C: Current Filing Date differs, Replaced Current Filing Date 



file://C:\Crf3\Outhold\VsrJ02602Lhtm 



7/9/02 



